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TABLE 4.4
The General Classification Scheme of Bergey’s Manual (2nd Ed.)

Taxonomic Rank

Volume 1. The Archaea and the Deeply Branching Volume 3. The Low G + C Gram-Positive Bacteria
and Phototrophic Bacteria Phylum Firmicutes
1A. Domain Archaea 1B. Domain Bacteria s st

Class II. Mollicutes

Phylum Crenarchaeota Phylum Aquificae TS
Phylum Euryarchaeota Phylum Thermotogae lasy L Bacit
Class I. Methanobacteria Phylum Thermodesulfobacteria Volume 4. The High G + C Gram-Positive Bacteria
Class I1. Methanococci Phylum “Deinococcus-Thermus™ Phylum Actinobacteria
Class III. Halobacteria Phylum Chrysiogenetes Class Actinobacteria
Class IV. Thermoplasmata Phylum Chlorofiexi .
Clao V. T Phylum Thermomicrobia Yf)lume 5. The Planctr.)m)'cclcs. Spirnchactcs. ;
Class VI. Archacoglobi Phylum Nitrospira Fibrobacteres, Bacteriodetes, and Fusobacteria
Class VII. Methanopyri Phylum Deferribacteres Phylum Planctomycetes
Phylum Cyanobacteria Phylum Ch'lamydme
i ) Phylum Chlorobi Phylum Splrochaetes
Domain Bacteria Phylum Fibrobacteres
Volume 2. The Proteobacteria Phylum Acidobacteria
Phylum Proteobacteria Phylum Bacteroidetes
Class 1. Alphaproteobacteria Phylum Fusobacteria
Class II. Betaproteobacteria Phylum Verrucomicrobia
Class III. Gammaproteobacteria Phylum Dictyoglomus

Class IV. Deltaproteobacteria
Class V. Epsilonproteobacteria
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